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<210> 1 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Thr Leu Asp Pro Arg Ser Phe Leu Leu Arg Asn Pro Asn Asp Lys Tyr 
15 10 15 



Glu Pro Phe Trp Glu Asp Glu Glu Lys 
20 25 





<210> 2 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Ser Ser Lys Gly Arg Ser Leu lie Gly Lys Val Asp Gly Thr Ser His 
1 5 10 15 



Val Thr Gly Lys Gly Val Thr Val Glu 
20 25 



<210> 3 

<211> 24 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Thr Leu Pro lie Lys Thr Phe Arg Gly Ala Pro Pro Asn Ser Phe Glu 
15 10 15 



Glu Phe Pro Phe Ser Ala Leu Glu 
20 



/ 

J 



<210> 4 

<211> 25 

<212> PRT 

<213> Homo sapiens 

<400> 4 

Leu Pro Ala Pro Arg Gly Tyr Pro Gly Gin Val Cys Ala Asn Asp Ser 
15 10 15 

Asp Thr His Glu Leu Pro Asp Ser Ser 
20 25 

<210> 5 

<211> 3480 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (225) . . (1502) 
<400> 5 

gcgcccgcgc gaccgcgcgc cccagtcccg ccccgccccg ctaaccgccc cagacacagc 60 

gctcgccgag ggtcgcttgg accctgatct tacccgtggg caccctgcgc tctgcctgcc 120 

gcgaagaccg gctccccgac ccgcagaagt caggagagag ggtgaagcgg agcagcccga 180 

ggcggggcag cctcccggag cagcgccgcg cagagcccgg gaca atg ggg ccg egg 236 

Met Gly Pro Arg 
1 

egg ctg ctg ctg gtg gec gec tgc ttc agt ctg tgc ggc ccg ctg ttg 284 
Arg Leu Leu Leu Val Ala Ala Cys Phe Ser Leu Cys Gly Pro Leu Leu 
5 10 15 20 

tct gec cgc acc egg gec cgc agg cca gaa tea aaa gca aca aat gee 332 
Ser Ala Arg Thr Arg Ala Arg Arg Pro Glu Ser Lys Ala Thr Asn Ala 

25 30 35 

acc tta gat ccc egg tea ttt ctt etc agg aac ccc aat gat aaa tat 380 
Thr Leu Asp Pro Arg Ser Phe Leu Leu Arg Asn Pro Asn Asp Lys Tyr 
40 45 50 

gaa cca ttt tgg gag gat gag gag aaa aat gaa agt ggg tta act gaa 428 
Glu Pro Phe Trp Glu Asp Glu Glu Lys Asn Glu Ser Gly Leu Thr Glu 
55 60 65 

tac aga tta gtc tec ate aat aaa age agt cct ctt caa aaa caa ctt 476 
Tyr Arg Leu Val Ser He Asn Lys Ser Ser Pro Leu Gin Lys Gin Leu 
70 75 80 

cct gca ttc ate tea gaa gat gec tec gga tat ttg acc age tec tgg 524 
Pro Ala Phe He Ser Glu Asp Ala Ser Gly Tyr Leu Thr Ser Ser Trp 
85 90 95 100 

ctg aca etc ttt gtc cca tct gtg tac acc' gga gtg ttt gta gtc age 572 
Leu Thr Leu Phe Val Pro Ser Val Tyr Thr Gly Val Phe Val Val Ser 

105 HO 115 



2 



etc cca eta aac ate atg gec ate gtt gtg ttc ate ctg aaa atg aag 620 
Leu Pro Leu Asn lie Met Ala lie Val Val Phe lie Leu Lys Met Lys 
120 125 130 

gtc aag aag ccg gcg gtg gtg tac atg ctg cac ctg gee acg gca gat 668 
Val Lys Lys Pro Ala Val Val Tyr Met Leu His Leu Ala Thr Ala Asp 
135 140 145 

gtg ctg ttt gtg tct gtg etc ccc ttt aag ate age tat tac ttt tec 716 
Val Leu Phe Val Ser Val Leu Pro Phe Lys lie Ser Tyr Tyr Phe Ser 
150 155 160 

ggc agt gat tgg cag ttt ggg tct gaa ttg tgt cgc ttc gtc act gca 764 
Gly Ser Asp Trp Gin Phe Gly Ser Glu Leu Cys Arg Phe Val Thr Ala 
165 170 175 180 

gca ttt tac tgt aac atg tac gee tct ate ttg etc atg aca gtc ata 812 
Ala Phe Tyr Cys Asn Met Tyr Ala Ser lie Leu Leu Met Thr Val lie 

185 190 195 

age att gac egg ttt ctg get gtg gtg tat ccc atg cag tec etc tec 860 
Ser lie Asp Arg Phe Leu Ala Val Val Tyr Pro Met Gin Ser Leu Ser 
200 205 210 

tgg cgt act ctg gga agg get tec ttc act tgt ctg gee ate tgg get 908 
Trp Arg Thr Leu Gly Arg Ala Ser Phe Thr Cys Leu Ala lie Trp Ala 
215 220 225 

ttg gee ate gca ggg gta gtg cct etc gtc etc aag gag caa ace ate 956 
Leu Ala lie Ala Gly Val Val Pro Leu Val Leu Lys Glu Gin Thr lie 
230 235 240 

cag gtg ccc ggg etc aac ate act ace tgt cat gat gtg etc aat gaa 1004 
Gin Val Pro Gly Leu Asn lie Thr Thr Cys His Asp Val Leu Asn Glu 
245 250 255 260 

ace ctg etc gaa ggc tac tat gee tac tac ttc tea gee ttc tct get 1052 
Thr Leu Leu Glu Gly Tyr Tyr Ala Tyr Tyr Phe Ser Ala Phe Ser Ala 

265 270 275 

gtc ttc ttt ttt gtg ccg ctg ate att tec acg gtc tgt tat gtg tct 1100 
Val Phe Phe Phe Val Pro Leu lie lie Ser Thr Val Cys Tyr Val Ser 
280 285 290 

ate att cga tgt ctt age tct tec gca gtt gee aac cgc age aag aag 1148 
lie lie Arg Cys Leu Ser Ser Ser Ala Val Ala Asn Arg Ser Lys Lys 
295 300 305 

tec egg get ttg ttc ctg tea get get gtt ttc tgc ate ttc ate att 1196 
Ser Arg Ala Leu Phe Leu Ser Ala Ala Val Phe Cys lie Phe lie lie 
310 315 320 

tgc ttc gga ccc aca aac gtc etc ctg att gcg cat tac tea ttc ctt 1244 
Cys Phe Gly Pro Thr Asn Val Leu Leu lie Ala His Tyr Ser Phe Leu 
325 330 335 340 

tct cac act tec acc aca gag get gee tac ttt gee tac etc etc tgt 1292 
Ser His Thr Ser Thr Thr Glu Ala Ala Tyr Phe Ala Tyr Leu Leu Cys 

345 350 355 

gtc tgt gtc age age ata age teg tgc ate gac ccc eta att tac tat 1340 
Val Cys Val Ser Ser lie Ser Ser Cys lie Asp Pro Leu lie Tyr Tyr 
360 365 370 
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tac get tec tct gag tgc cag agg tac gtc tac agt ate tta tgc tgc 1388 
Tyr Ala Ser Ser Glu Cys Gin Arg Tyr Val Tyr Ser lie Leu Cys Cys 
375 380 385 

aaa gaa agt tec gat ccc age agt tat aac age agt ggg cag ttg atg 1436 
Lys Glu Ser Ser Asp Pro Ser Ser Tyr Asn Ser Ser Gly Gin Leu Met 
390 395 400 

gca agt aaa atg gat acc tgc tct agt aac ctg aat aac age ata tac 1484 
Ala Ser Lys Met Asp Thr Cys Ser Ser Asn Leu Asn Asn Ser lie Tyr 
405 410 415 420 

aaa aag ctg tta act tag gaaaagggac tgctgggagg ttaaaaagaa 1532 
Lys Lys Leu Leu Thr 

425 

aagtttataa aagtgaataa cctgaggatt ctattagtcc ccacccaaac tttattgatt 1592 

cacctcctaa aacaacagat gtacgacttg catacctgct ttttatggga gctgtcaagc 1652 

atgtattttt gtcaattacc agaaagataa caggacgaga tgacggtgtt attccaaggg 1712 

aatattgeca atgctacagt aataaatgaa tgtcacttct ggatatagct aggtgacata 1772 

tacatactta catgtgtgta tatgtagatg tatgeacaca catatattat ttgcagtgca 1832 

gtatagaata ggcactttaa aacactcttt ccccgcaccc cagcaattat gaaaataatc 1892 

tctgattccc tgatttaata tgeaaagtet aggttggtag agtttagccc tgaacatttc 1952 

atggtgttca tcaacagtga gagactccat agtttgggct tgtaccactt ttgcaaataa 2012 

gtgtattttg aaattgtttg aeggcaaggt ttaagttatt aagaggtaag acttagtact 2072 

atctgtgcgt agaagttcta gtgttttcaa ttttaaacat atccaagttt gaattcctaa 2132 

aattatggaa acagatgaaa agcctctgtt ttgatatggg tagtattttt tacattttac 2192 

acactgtaca cataagecaa aactgagcat aagtcctcta gtgaatgtag gctggctttc 2252 

agagtaggct attcctgaga gctgcatgtg tccgcccccg atggaggact ccaggcagca 2312 

gacacatgcc agggecatgt cagacacaga ttggccagaa accttcctgc tgagcctcac 2372 

agcagtgaga ctggggccac tacatttget ccatcctcct gggattggct gtgaactgat 2432 

catgtttatg agaaactggc aaagcagaat gtgatatcct aggaggtaat gaccatgaaa 24 92 

gacttctcta cccatcttaa aaacaacgaa agaaggcatg gacttctgga tgcccatcca 2552 

ctgggtgtaa acacatctag tagttgttct gaaatgtcag ttctgatatg gaagcaccca 2612 

ttatgcgctg tggccactcc aataggtgct gagtgtacag agtggaataa gacagagacc 2672 

tgccctcaag agcaaagtag ateatgeata gagtgtgatg tatgtgtaat aaatatgttt 2732 

cacacaaaca aggectgtea gctaaagaag tttgaacatt tgggttacta tttcttgtgg 2792 

ttataactta atgaaaacaa tgcagtacag gacatatatt ttttaaaata agtctgattt 2852 

aattgggcac tatttattta caaatgtttt gctcaataga ttgctcaaat caggttttct 2912 

tttaagaatc aatcatgtca gtctgettag aaataacaga agaaaataga attgacattg 2972 

aaatctagga aaattattct ataatttcca tttacttaag acttaatgag actttaaaag 3032 
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cattttttaa 


cctcctaagt 


atcaagtata 


gaaaatcttc 


atggaattca 


caaagtaatt 


3092 


tggaaattag 


gttgaaacat 


atctcttatc 


ttacgaaaaa 


atggtagcat 


tttaaacaaa 


3152 


atagaaagtt 


gcaaggcaaa 


tgtttattta 


aaagagcagg 


ccaggcgcgg 


tggctcacgc 


3212 


ctgtaatccc 


agcactttgg 


gaggctgagg 


cgggtggatc 


acgaggtcag 


gagatcgaga 


3272 


ccatcctggc 


taacacggtg 


aaacccgtct 


ctactaaaaa 


tgcaaaaaaa 


attagccggg 


"3 "3 O O 


cgtggtggca 


ggcacctgta 


gtcccagcta 


ctcgggaggc 


tgaggcagga 


gactggcgtg 


3392 


aacccaggag 


gcggaccttg 


tagtgagccg 


agatcgcgcc 


actgtgctcc 


agcctgggca 


3452 


acagagcaag 


actccatctc 


aaaaaaaa 








3480 



<210> 6 

<211> 425 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Gly Pro Arg Arg Leu Leu Leu Val Ala Ala Cys Phe Ser Leu Cys 
1 ' 5 10 15 



Gly Pro Leu Leu Ser Ala Arg Thr Arg Ala Arg Arg Pro Glu Ser Lys 
20 25 30 



Ala Thr Asn Ala Thr Leu Asp Pro Arg Ser Phe Leu Leu Arg Asn Pro 
35 40 45 



Asn Asp Lys Tyr Glu Pro Phe Trp Glu Asp Glu Glu Lys Asn Glu Ser 
50 55 60 



Gly Leu Thr Glu Tyr Arg Leu Val Ser lie Asn Lys Ser Ser Pro Leu 
65 70 75 80 



Gin Lys Gin Leu Pro Ala Phe lie Ser Glu Asp Ala Ser Gly Tyr Leu 

85 90 95 



Thr Ser Ser Trp Leu Thr Leu Phe Val Pro Ser Val Tyr Thr Gly Val 
100 105 110 



Phe Val Val Ser Leu Pro Leu Asn lie Met Ala lie Val Val Phe lie 
115 120 125 



Leu Lys Met Lys Val Lys Lys Pro Ala Val Val Tyr Met Leu His Leu 
130 135 140 



Ala Thr Ala Asp Val Leu Phe Val Ser Val Leu Pro Phe Lys lie Ser 
145 150 155 160 



Tyr Tyr Phe Ser Gly Ser Asp Trp Gin Phe Gly Ser Glu Leu Cys Arg 

165 170 175 
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Phe Val Thr Ala 
180 



Met Thr Val lie 
195 



Gin Ser Leu Ser 
210 



Ala lie Trp Ala 
225 



Glu Gin Thr lie 



Val Leu Asn Glu 
260 



Ala Phe Ser Ala 
275 



Cys Tyr Val Ser 
290 



Arg Ser Lys Lys 
305 



He Phe He He 



Tyr Ser Phe Leu 
340 



Tyr Leu Leu Cys 
355 



Leu He Tyr Tyr 
370 



He Leu Cys Cys 
385 



Gly Gin Leu Met 



Asn Ser He Tyr 
420 



Ala Phe Tyr Cys 



Ser He Asp Arg 
200 



Trp Arg Thr Leu 
215 



Leu Ala He Ala 
230 



Gin Val Pro Gly 
245 



Thr Leu Leu Glu 



Val Phe Phe Phe 
280 



He He Arg Cys 
295 



Ser Arg Ala Leu 
310 



Cys Phe Gly Pro 
325 



Ser His Thr Ser 



Val Cys Val Ser 
360 



Tyr Ala Ser Ser 
375 



Lys Glu Ser Ser 
390 



Ala Ser Lys Met 
405 



Lys Lys Leu Leu 



Asn Met Tyr Ala 
185 



Phe Leu Ala Val 



Gly Arg Ala Ser 
220 



Gly Val Val Pro 
235 



Leu Asn He Thr 
250 



Gly Tyr Tyr Ala 
265 



Val Pro Leu He 



Leu Ser Ser Ser 
300 



Phe Leu Ser Ala 
315 



Thr Asn Val Leu 
330 



Thr Thr Glu Ala 
345 



Ser He Ser Ser 



Glu Cys Gin Arg 
380 



Asp Pro Ser Ser 
395 



Asp Thr Cys Ser 
410 



Thr 
425 



Ser He Leu Leu 
190 



Val Tyr Pro Met 
205 



Phe Thr Cys Leu 



Leu Val Leu Lys 
240 



Thr Cys His Asp 
255 



Tyr Tyr Phe Ser 
270 



He Ser Thr Val 
285 



Ala Val Ala Asn 



Ala Val Phe Cys 
320 



Leu He Ala His 
335 



Ala Tyr Phe Ala 
350 



Cys He Asp Pro 
365 



Tyr Val Tyr Ser 



Tyr Asn Ser Ser 
400 



Ser Asn Leu Asn 
415 
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<210> 7 

<211> 548 

<212> DNA 

<213> Homo sapiens 

<400> 7 



cgccgagggt 


cgcttggacc 


ctgat cttac 


ccgtgggcac 


cctgcgctct 


gcctgccgcg 


60 


aagaccggct 


ccccgacccg 


cagaagtcag 


gagagagggt 


gaagcggagc 


agcccgaggc 


120 


ggggcagcct 


cccggagcag 


cgccgcgcag 


agcccgggac 


aatggggccg 


cggcggctgc 


180 


tgctggtggc 


cgcctgcttc 


agtctgtgcg 


gcccgctgtt 


gtctgcccgc 


acccgggccc 


24 0 


gcaggccaga 


atcaaaagca 


acaaatgcca 


ccttagatcc 


ccggtcattt 


cttctcagga 


300 


accccaatga 


taaatatgaa 


ccattttggg 


aggatgagga 


gaaaaatgaa 


agtgggttaa 


360 


ctgaatacag 


attagtctcc 


atcaataaaa 


gcagtcctct 


tcaaaaacaa 


cttcctgcat 


420 


tcatctcaga 


agatgcctcc 


ggatatttga 


ccagctcctg 


gctgacactc 


tttgtcccat 


480 


ctgtgtacac 


cggagtgttt 


gtagtcagcc 


tcccactaaa 


catcatggcc 


atcgttgtgt 


540 


tcatcctg 












548 



<210> 8 

<211> 1289 

<212> DNA 

<213> Homo sapiens 

<400> 8 



aaaatgaata 


aatgaatgta 


ctttcatttg 


aacaaaccag 


tgttactgct 


gaaacattta 


60 


tttctgtaat 


gacccttgtc 


ttcctttctt 


gtacaggaac 


caatagatcc 


tctaaaggaa 


120 


gaagccttat 


tggtaaggtt 


gatggcacat 


cccacgtcac 


tggaaaagga 


gttacagttg 


180 


aaacagtctt 


ttctgtggat 


gagttttctg 


catctgtcct 


cactggaaaa 


ctgaccactg 


240 


tcttccttcc 


aattgtctac 


acaattgtgt 


ttgtggtggg 


tttgccaagt 


aacggcatgg 


300 


ccctgtgggt 


ctttcttttc 


cgaactaaga 


agaagcaccc 


tgctgtgatt 


tacatggcca 


360 


atctggcgtt 


ggcggacctc 


ctctctgtca 


tctggttccc 


cttgaagatt 


gcctatcaca 


420 


tacatggcaa 


caactggatt 


tatggggaag 


ctctttgtaa 


tgtgcttatt 


ggctttttct 


480 


atggtaacat 


gtactgttcc 


attctcttca 


tgacctgcct 


cagtgtgcag 


aggtattggg 


540 


tcatcgtgaa 


ccccatgggg 


cactccagga 


agaaggcaaa 


cattgccatt 


ggcatctccc 


600 


tggcaatatg 


gctgctgatt 


cttctggtca 


ccatcccttt 


gtatgtcgtg 


aagcagacca 


660 


tcttcattcc 


tgccctgaac 


atcacgacct 


gccatgatgt 


tttgcctgag 


cagctcttgg 


720 


tgggagacat 


gttcaattac 


ttcctctctc 


tggccattgg 


ggtctttctg 


ttcccagcct 


780 


tcctcacagc 


ctctgcctat 


gtgctgatga 


tcagaatgct 


gcgatcttct 


gccatggatg 


840 


aaaactcaga 


gaagaaaagg 


aagagggcca 


tcaaactcat 


tgtcactgtc 


ctggccatgt 


900 


acctgatctg 


cttcactcct 


agtaaccttc 


tgcttgtggt 


gcattatttt 


ctgattaaaa 


960 


gccagggcca 


gagccatgtc 


tatgccctgt 


acattgtagc 


cctctgcctc 


tctaccctta 


1020 
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acagctgcat 


cgaccccttt 


gtctattact 


ttgtttcaca 


tgatttcagg 


gatcatgcaa 


1080 


agaacgctct 


cctttgccga 


agtgtccgca 


ctgtaaagca 


gatgcaagta 


tccctcacct 


1140 


caaagaaaca 


ctccaggaaa 


tccagctctt 


actcttcaag 


ttcaaccact 


gttaagacct 


1200 


cctattgagt 


tttccaggtc 


ctcagatggg 


aattgcacag 


taggatgtgg 


aacctgttta 


1260 


atgttatgag 


gacgtgtctg 


ttatttcct 








1289 



<210> 9 

<211> 1830 

<212> DNA 

<213> Homo sapiens 

<400> 9 



cctgcct gca 


cqqcacagqa 


gagcaaactt 


ct acagacag 


accaaggctt 


ecatttgetg 


60 


ctgacacatg 


gaactgaggt 


gaaattgtgc 


t ccatgattt 


tacagatttc 


ataaegttta 


120 


acraaacaaaa 


ctcaggtcat 


caaaatgaaa 


gccctcatct 


ttgcagctgc 


tggcctcctg 


180 


ctt ctgt tgc 


ccact t tttg 


t cacracrtcrcrc 


atggaaaatg 


atacaaacaa 


cttggcaaag 


240 


ccaacctt ac 


ccattaagac 


ctt t cgtgga 


get cccccaa 


attcttttga 


agagtt cccc 


300 


ttttctgcct 


t ggaaggctg 


gaeaggagee 


acgatt actg 


t aaaaat taa 


gtgccctgaa 


360 


aaaaatactt 


cacat ctcca 


t at craaaaat 


cictaccatacf 


aat acct oac 


caactcctta 


420 


agtactaaac 


tgatacctgc 


cat ctacctc 


ctaqt attta 


t aattaatqt 


cccggccaat 


480 


get gtgaccc 


t gtggat get 


tttcttcagg 


accagat cca 


t ctgt accac 


tgtatt ctac 


540 


accaacct gg 


ecattgeaga 


ttttcttttt 


tgt gttacat 


t gecctttaa 


aat a act tat 


600 


catct caatg 


aaaacaacta 


aat at 1 1 crcra 


aaaatcctat 


Qcccrcraccac 


cacaatcatc 


660 


ttctatggca 


acatgtactg 


ctccattctg 


ctccttgcct 


gcatcagcat 


caaccgctac 


720 


ctggccatcg 


tccatccttt 


cacctaccgg 


ggcctgccca 


agcacaccta 


tgccttggta 


780 


acatgtggac 


tggtgtgggc 


aacagttttc 


ttatatatgc 


tgccattttt 


catactgaag 


840 


caggaatatt 


atcttgttca 


gccagacatc 


accacctgcc 


atgatgttca 


caacacttgc 


900 


gagtcctcat 


ctcccttcca 


actctattac 


ttcatctcct 


tggcattctt 


tggattctta 


960 


attccatttg 


tgcttatcat 


etactgetat 


gcagccatca 


tccggacact 


taatgeatae 


1020 


gatcatagat 


ggttgtggta 


tgttaaggcg 


agtctcctca 


tccttgtgat 


ttttaccatt 


1080 


tgetttgetc 


caagcaatat 


tattcttatt 


attcaccatg 


ctaactacta 


ctacaacaac 


1140 


actgatggct 


tatattttat 


atatctcata 


gctttgtgcc 


tgggtagtct 


taatagttgc 


1200 


ttagatccat 


tcctttattt 


tctcatgtca 


aaaaccagaa 


atcactccac 


tgettacett 


1260 


acaaaatagt 


gaaatgatct 


tagagaacaa 


ggacagecat 


cacagagaac 


gtctgttttc 


1320 


aagaacaaca 


taagcatagt 


gcaaggagct 


ccatttccga 


gctcctaaga 


aatatgette 


1380 


aaaggtcaaa 


cattacaaaa 


gcattagtag 


tttgtttgtt 


tgtttttgag 


actgagtctc 


1440 
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actttatcac 


ccagactggc 

ZJ ZJ ZJ 


gtgcagtggc 

ZJ -J -J ZJ -J 


actatcttgg 


ctcattgcaa 


cctctgcctc 


1500 


ccaggtcagc 


ctcccaagta 


gctgggatta 

ZJ ZJ ZJ ZJ 


caccaccatg 


cccagctact 


aaaaatactt 


1560 


gtatttttag 


tagagacggg 


gtttcaccat 


gttgaccagg 


ctggtcttga 


actcctgacc 


1620 


tcaagtgatc 


ttccggcctc 


agcct cccaa 


agt gctggat 


tacaggcgng 


agccaccgag 


X oou 


ccagccagca 


ttagtaattt 


ttaaaaacac 


tttatcagta 


ttttaaaaat 


gttaatgcag 


1740 


gagaaaagat 


atcacaactc 


tatggaaaat 


gacatttcca 


tttgccttat 


tgctacttca 


1800 


agctctttaa 


atcaccatct 


tccctatttc 








1830 



<210> 10 

<211> 4895 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (176) . . (1333) 

<400> 10 

ctcccacggg ctggctggca agcggccctg gtgggtctgc gggggcaggg gcagccttcc 60 

tggtttatct ccaccggcgc gatctgctcg tccgcctcgg ctccagaagc tggggctcag 120 

ggtccggcga ggcaggaagc ctgaggccac agcccagagc agcctgagtg cagtc atg 178 

Met 
1 

tgg ggg cga ctg etc ctg tgg ccc ctg gtg ctg ggg ttc age ctg tct 226 
Trp Gly Arg Leu Leu Leu Trp Pro Leu Val Leu Gly Phe Ser Leu Ser 
5 10 15 

ggc ggc acc cag acc ccc age gtc tac gac gag age ggg age ace gga 274 
Gly Gly Thr Gin Thr Pro Ser Val Tyr Asp Glu Ser Gly Ser Thr Gly 
20 25 30 

ggt ggt gat gac age acg ccc tea ate ctg cct gee ccc cgc ggc tac 322 
Gly Gly Asp Asp Ser Thr Pro Ser lie Leu Pro Ala Pro Arg Gly Tyr 
35 40 45 

cca ggc caa gtc tgt gee aat gac agt gac acc ctg gag etc ccg gac 370 
Pro Gly Gin Val Cys Ala Asn Asp Ser Asp Thr Leu Glu Leu Pro Asp 
50 55 60 65 

age tea egg gca ctg ctt ctg ggc tgg gtg ccc acc agg ctg gtg ccc 418 
Ser Ser Arg Ala Leu Leu Leu Gly Trp Val Pro Thr Arg Leu Val Pro 

70 75 80 

gee etc tat ggg ctg gtc ctg gtg gtg ggg ctg ccg gee aat ggg ctg 4 66 

Ala Leu Tyr Gly Leu Val Leu Val Val Gly Leu Pro Ala Asn Gly Leu 
85 90 95 

gcg ctg tgg gtg ctg gee acg cag gca cct egg ctg ccc tec acc atg 514 
Ala Leu Trp Val Leu Ala Thr Gin Ala Pro Arg Leu Pro Ser Thr Met 
100 105 110 

ctg ctg atg aac etc gcg act get gac etc ctg ctg gee ctg gcg ctg 562 
Leu Leu Met Asn Leu Ala Thr Ala Asp Leu Leu Leu Ala Leu Ala Leu 
115 120 125 
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ccc ccg egg ate gec tac cac ctg cgt ggc cag cgc tgg ccc ttc ggg 610 
Pro Pro,Arg lie Ala Tyr His Leu Arg Gly Gin Arg Trp Pro Phe Gly 
130 135 140 145 

gag gec gec tgc cgc ctg gec acg gec gca etc tat ggt cac atg tat 658 
Glu Ala Ala Cys Arg Leu Ala Thr Ala Ala Leu Tyr Gly His Met Tyr 

150 155 160 

ggc tea gtg ctg ctg ctg gee gec gtc age ctg gat cgc tac ctg gec 706 
Gly Ser Val Leu Leu Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu Ala 
165 170 175 

ctg gtg cac ccg ctg egg gec cgc gec ctg cgt ggc egg cgc ctg gee 754 
Leu Val His Pro Leu Arg Ala Arg Ala Leu Arg Gly Arg Arg Leu Ala 
180 185 190 

ctt gga etc tgc atg get get tgg etc atg gcg gec gee ctg gca ctg 802 
Leu Gly Leu Cys Met Ala Ala Trp Leu Met Ala Ala Ala Leu Ala Leu 
195 200 205 

ccc ctg aca ctg cag egg cag ace ttc egg ctg gcg cgc tec gat cgc 850 
Pro Leu Thr Leu Gin Arg Gin Thr Phe Arg Leu Ala Arg Ser Asp Arg 
210 215 220 225 

gtg etc tgc cat gac gcg ctg ccc ctg gac gca cag gee tec cac tgg 898 
Val Leu Cys His Asp Ala Leu Pro Leu Asp Ala Gin Ala Ser His Trp 

230 235 240 

caa ccg gee ttc ace tgc ctg gcg ctg ttg ggc tgt ttc ctg ccc ctg 94 6 

Gin Pro Ala Phe Thr Cys Leu Ala Leu Leu Gly Cys Phe Leu Pro Leu 
245 250 255 

ctg gee atg ctg ctg tgc tac ggg gee acc ctg cac acg ctg gcg gee 994 
Leu Ala Met Leu Leu Cys Tyr Gly Ala Thr Leu His Thr Leu Ala Ala 
260 265 270 

age ggc egg cgc tac ggc cac gcg ctg agg ctg acc gca gtg gtg ctg 1042 
Ser Gly Arg Arg Tyr Gly His Ala Leu Arg Leu Thr Ala Val Val Leu 
275 280 285 

gee tec gec gtg gee ttc ttc gtg ccc age aac ctg ctg ctg ctg ctg 1090 
Ala Ser Ala Val Ala Phe Phe Val Pro Ser Asn Leu Leu Leu Leu Leu 
290 295 300 305 

cat tac teg. gac ccg age ccc age gec tgg ggc aac etc tat ggt gec 1138 
His Tyr Ser Asp Pro Ser Pro Ser Ala Trp Gly Asn Leu Tyr Gly Ala 

310 315 320 

tac gtg ccc age ctg gcg ctg age acc etc aac age tgc gtg gat ccc 1186 
Tyr Val Pro Ser Leu Ala Leu Ser Thr Leu Asn Ser Cys Val Asp Pro 
325 330 335 

ttc ate tac tac tac gtg teg gec gag ttc agg gac aag gtg egg gca 1234 
Phe lie Tyr Tyr Tyr Val Ser Ala Glu Phe Arg Asp Lys Val Arg Ala 
340 345 350 

ggg etc ttc caa egg teg ccg ggg gac acc gtg gec tec aag gee tct 1282 
Gly Leu Phe Gin Arg Ser Pro Gly Asp Thr Val Ala Ser Lys Ala Ser 
355 360 365 

gcg gaa ggg ggc age egg ggc atg ggc acc cac tec tct ttg etc cag 1330 
Ala Glu Gly Gly Ser Arg Gly Met Gly Thr His Ser Ser Leu Leu Gin 
370 375 380 385 

tga cacaaagtgg ggaaggctgt actgggtcga acagggtccc ttcccccact 1383 
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tcacgtcctt 


cctgggacct 


cagaatgtga 


ccttatttgg 


aaatagggtt 


gttacaactg 


1443 


tcactagcgg 


aggtcacttt 


ggagaagggt 


gggccttaca 


tccagtgtgg 


gtggtgtcct 


1503 


cataagataa 


ggagaggcca 


ggcctggtgg 


ctcacgcctg 


taatcccagc 


actttaagag 


1563 


gccaaggcgg 


atggatcact 


tgagcccagg 


agttcaacac 


cagcctgagc 


aacatggtaa 


1623 


aaccccatct 


ctaccaaaaa 


tacaaaaatt 


agctgggctt 


ggtggctggc 


gcctgtaatc 


1683 


ccagctactc 


aggagactga 


ggcagaagga 


tcgcttgaac 


ctgggaggca 


gaggttgcag 


1743 


tgagccgaga 


ttgcgccact 


ggactccagc 


ctgcgtgaca 


gagagcctgt 


ctctaaatta 


1803 


attaattaat 


taatttaatt 


caattttaaa 


aagacgaaaa 


gtgacggcca 


ggtgcagtgg 


1863 


ctcacgccta 


taatctcagc 


actctgggag 


gccaagatgg 


aggattgctt 


gaagccagga 


1923 


gtttgggacc 


agcctgggca 


acataggggg 


atcccatctc 


tacacacaaa 


aaaatttttt 


1983 


aatgaaccag 


gcattgtggc 


atgcgcctat 


agtcccagcc 


actcaagagg 


cacaggcggg 


2043 


aggatcactt 


gagcctggga 


ggttgtggtt 


gcagtgagct 


atgattgtac 


cactgcactc 


2103 


cagcctgggc 


aacagagcaa 


gaccttgtct 


caaaaataaa 


caaactaaaa 


ttaaaaaaag 


2163 


aagacgagag 


atagtgggtg 


tggtggctca 


cacctgcaat 


cccagcactt 


tggaaggccg 


2223 


aggtgggcag 


atcatctgag 


gccaggagtt 


caagaccagc 


ctggctaaca 


tggtgaaatc 


2283 


ctatctctac 


caaaaataca 


aaaattagcc 


aggcgtggtg 


gtgggcacct 


gtactgggga 


2343 


ggtgcccacc 


cagctactgg 


ggaggctgag 


tcaggagaat 


cgcttgaacc 


tgggaggcgg 


2403 


aggttgcggt 


cagctgagat 


ggtgccactg 


cactccagcc 


tgggcgaaag 


agcgactctg 


2463 


tctccaaaaa 


aaagagaaga 


ggagaggaca 


cagagacaca 


cagagaagaa 


agccatgtgg 


2523 


cggcagaggc 


agagatggga 


gtgatgcgga 


cggacacaaa 


ctaagggatg 


ccacgatgcc 


2583 


aagcacagcc 


aacagccacc 


agcagccagg 


agacaggcct 


gggacgggct 


ctccctcaca 


2643 


gcctccagag 


ggaaccagcc 


ctgccaccac 


cttgaccctg 


gacttctggc 


ctgcagaact 


2703 


gtgagacaat 


aaactctcat 


tgttttaagc 


tgcctggcat 


gtggcacttt 


gtcagggcag 


2763 


cccaggaatc 


tgaaacagga 


tcaaactctg 


cttcctgggc 


cctgccagca 


tctctggctc 


2823 


ggctttctgg 


gctggatgca 


gcccacgacg 


cactggtgtc 


tgagatgggg 


ctggagctgg 


2883 


ggctggggct 


gcattccctg 


gagactcact 


gcaagttcct 


gcccaggagg 


ctgagggcac 


2943 


cccatcctca 


gtgcccaatg 


ctgtggcccc 


accaggccca 


gagcctggtt 


ggccattctc 


3003 


atgcccacca 


gcttctggct 


ttgggatgtc 


tcttgagcaa 


ccagaatagc 


acccccaact 


3063 


ctgctcccca 


aaacccatca 


ctagcacggc 


tcagcctcct 


gctatcccct 


gactgctggg 


3123 


gaccct cgcc 


4-4— «An4- « « 4- . 

ttccctcctc 


tcacctgcag 


gctgat cctt 


cttttcactt 


t ctgt caatg 


"3 1 O O 
OJ.OJ 


tcaccaggga 


taaggtggga 


caatgggggg 


tgggggtgga 


cagtgtgtgc 


tggggggttc 


3243 


gggtgctgca 


gacctggaac 


tcccttctgc 


caggatgttg 


gcagccggtt 


gtaagccttg 


3303 


cacgggacag 


accacaccca 


ccgcaacctc 


atcccctcag 


cactaaccac 


atccactctc 


3363 
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aaccccgtcc 


ccttcgcact 


gaccacaccc 


accccgttcg 


gccccgcccc 


ccgcactgaa 


3423 


cactcccgcc 


ctcaaccccg 


caccctccgc 


act cacctcc 


ccctcgccgc 

ZJ +J> 


tcgaccccgc 


3483 


cctcaccaca 


ctgaccaccc 


tcaacccatt 


gcgcccagtc 

3 3 3 


cccaccacag 


tgaccacacc 


3543 


ctcactggct 


cggccctgcc 


cccagtatac 

ZJ 


tgaccattcc 


ccagccactt 


cccttccgca 


3603 


cttaccactc 


ccccagccac 


gcccctcccc 


gctgaccgct 

ZJ ZJ ZJ 


cctccagccc 


cgcctccccc 


3663 


qtacaggcaq 

ZJ wwwwwwwww 


agcgcccgcc 


cacctctatg 


ctgcgttctc 


ctgactttac 

Zj 


gttggcccct 

-i t —J -J 


3723 


cctctgccaa 


gcccccaggg 

ZJ ZJ ZJ ZJ 


gagccctccc 

z? z? 


tggcgtccga 


gggtgggagt 


cggggtgtgg 


3783 


caggccgcgg 

ZJ ZJ ZJ ZJ ZJ 


tggggggcgg 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


cagtggctcc 

ZJ ZV Z/ 


gcgcactcac 


ccgggccccg 


ggcaggggcg 


3843 


cgctccactt 

zj 


cgttgcacgc 

ZJ ZJ ZJ 


gggtccggcg 

ZJ ZJ ZJ ZJ ZJ ZJ 


cacagttccc 


gggcgagtgg 


gctgtgcgtg 


3903 


ctgacgttgt 


agaagcgagt 

ZJ ZJ ZJ ZJ 


ggcctcgaag 

zj zj zj z? 


gctacgggac 

ZJ ZJ -J -J 


gagggtggcg 


qqtqaccaaq 

~j ~j —j -J 


3963 


tqcaqqcacQ 


acqqqtcaqq 

3 3 3 www • 73 


qaccqqqccq 


qgccqqqgqt 

ZJZJ Z/ZJZJZ*^ 


gcgggcgcgc 


gggcctaccg 

3 3 3 ZJ 


4023 


qqttcqtaqt 


agtcgtacac 


qqaqactqqc 


agcgccgacg 


tcctgcccac 


cacgcactcc 


4083 


cqqaqaqcac 


ggaaccgcac 


gcacgtcagg 


caccqqctqq 


qqatctqtqq 

3 3 3 3 3 


qqcaqcqqcq 

3 3 3 3 3 3 


4143 


ggcgcaggct 

Z7 Z7 ZJ ZJ Z? 


cgacccgggc 

ZJ ZJ ZJ ZJ 


caggaggccc 

Zj Zj zj zj 


ggggcgctga 

zj zj zj zj zj zj 


qctcaqgccc 

ZJ ZJ zv 


agaactggct 

zj zj zj 


4203 


gatttcaggg 
— ' 333 


atacccagga 


cgcgtgaaac 

ZJ ZJ ZJ 


acagaagaaa 

zj zj 


cgtgatccca 

ZJ ZJ 


ttttcttttt 


4263 


ttcttttact 


tttctttttt 


tttttttttc 


ctgagacaga 


gtctcgcgct 


gttgcccagq 

3 3 3 3 


4323 


ctggagtgca 


qtqqcqtqat 


ctcggctcac 


tgcaagct eg 


gect cctggg 


tt caaatgat 


4383 


tctcctgcct 


cagcctccca 


agtagctggg 


ataacaggcg 


cccaccaccg 


caccctgcta 


4443 


attttttgta 


tttttgatca 


aqacqqaqtt 


tcaccatgtt 


qqccaqqctq 


gtctccaact 


4503 


cctgccctca 

ZJ 


agtgatccgc 
33 — ^ 


ctcggtccca 

— ' ZJ 


ttttttattc 


tttgggtcct 

3 3 3 


tccatcccac 


4563 


tgggaaaacg 

ZJ ZJ -J ZJ 


tctcaggtgg 

3 J ^ ZJ 


cctctgaaac 

Zf 


accactcctt 


tttgtgtgtg 

ZJ ZJ ZJ ZJ 


tgcacgcatg 

3 3 3 


4623 


gctgagcatg 

*J -J ZJ ZJ 


tgtgggtggg 

ZJ ZJ ZJ ZJ ZJ ZJ ZJ 


agtcagcaca 

ZJ ZJ 


ttcacgatac 

ZJ 


tgtgcaatca 

ZJ ZJ 


tcacctctgt 

ZJ 


4683 


ctagttacag 


gacggtttct 


ttctccccca 


aagaaacccc 


atcgccatca 


gcactcactc 


4743 


cccactcccc 


cagcccctgg 


caaccacaaa 


tctttccaac 


tetaeggatt 


tgcctgttct 


4803 


gggcatttca 


tgtcaatgga 


atcatgtact 


ctgtgaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


4863 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aa 






4895 



<210> 11 

<211> 385 

<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Trp Gly Arg Leu Leu Leu Trp Pro Leu Val Leu Gly Phe Ser Leu 
15 10 15 

Ser Gly Gly Thr Gin Thr Pro Ser Val Tyr Asp Glu Ser Gly Ser Thr 
20 25 30 
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Gly Gly Gly Asp Asp Ser Thr Pro Ser lie Leu Pro Ala Pro Arg Gly 
35 40 45 



Tyr Pro Gly Gin Val Cys Ala Asn Asp Ser Asp Thr Leu Glu Leu Pro 
50 55 60 



Asp Ser Ser Arg Ala Leu Leu Leu Gly Trp Val Pro Thr Arg Leu Val 
65 70 75 80 



Pro Ala Leu Tyr Gly Leu Val Leu Val Val Gly Leu Pro Ala Asn Gly 

85 90 95 



Leu Ala Leu Trp Val Leu Ala Thr Gin Ala Pro Arg Leu Pro Ser Thr 
100 105 110 



Met Leu Leu Met Asn Leu Ala Thr Ala Asp Leu Leu Leu Ala Leu Ala 
115 120 125 



Leu Pro Pro Arg lie Ala Tyr His Leu Arg Gly Gin Arg Trp Pro Phe 
130 135 140 



Gly Glu Ala Ala Cys Arg Leu Ala Thr Ala Ala Leu Tyr Gly His Met 
145 150 155 160 



Tyr Gly Ser Val Leu Leu Leu Ala Ala Val Ser Leu Asp Arg Tyr Leu 

165 170 175 



Ala Leu Val His Pro Leu Arg Ala Arg Ala Leu Arg Gly Arg Arg Leu 
180 185 190 



Ala Leu Gly Leu Cys Met Ala Ala Trp Leu Met Ala Ala Ala Leu Ala 
195 200 205 



Leu Pro Leu Thr Leu Gin Arg Gin Thr Phe Arg Leu Ala Arg Ser Asp 
210 215 220 



Arg Val Leu Cys His Asp Ala Leu Pro Leu Asp Ala Gin Ala Ser His 
225 230 235 240 



Trp Gin Pro Ala Phe Thr Cys Leu Ala Leu Leu Gly Cys Phe Leu Pro 

245 250 255 



Leu Leu Ala Met Leu Leu Cys Tyr Gly Ala Thr Leu His Thr Leu Ala 
260 265 270 

Ala Ser Gly Arg Arg Tyr Gly His Ala Leu Arg Leu Thr Ala Val Val 
275 280 285 
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Leu Ala Ser Ala Val Ala Phe Phe Val Pro Ser Asn Leu Leu Leu Leu 
290 295 300 



Leu His Tyr Ser Asp Pro Ser Pro Ser Ala Trp Gly Asn Leu Tyr Gly 
305 310 315 320 



Ala Tyr Val Pro Ser Leu Ala Leu Ser Thr Leu Asn Ser Cys Val Asp 

325 330 335 



Pro Phe lie Tyr Tyr Tyr Val Ser Ala Glu Phe Arg Asp Lys Val Arg 
340 345 350 



Ala Gly Leu Phe Gin Arg Ser Pro Gly Asp Thr Val Ala Ser Lys Ala 
355 360 365 



Ser Ala Glu Gly Gly Ser Arg Gly Met Gly Thr His Ser Ser Leu Leu 
370 375 380 



Gin 
385 




<210> 
<211> 
<212> 
<213> 


12 
7 

PRT 

Artificial Sequence 


<220> 
<223> 


extracellular loop 


<400> 


12 


lie Thr Thr Cys His Asp Val 
1 5 


<210> 
<211> 
<212> 
<213> 


13 
10 
PRT 

Artificial Sequence 


<220> 
<223> 


thrombin-receptor activating 


<400> 


13 



Ser Phe Leu Leu Arg Asn Pro Asn Asp Lys 
15 10 



14 



